Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.059; wR factor = 0.181; data-to-parameter ratio = 15.9.
Experimental
Crystal data 
Data collection
Nonius CAD4 diffractometer Absorption correction: scan (North et al., 1968) T min = 0.918, T max = 0.972 1963 measured reflections 1875 independent reflections 1351 reflections with I > 2(I) R int = 0.067 3 standard reflections every 200 reflections intensity decay: 1% Refinement R[F 2 > 2(F 2 )] = 0.059 wR(F 2 ) = 0.181 S = 1.01 1875 reflections 118 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.43 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CAD-4 EXPRESS (Enraf-Nonius, 1989); cell refinement: CAD-4 EXPRESS; data reduction: XCAD4 (Harms & Wocadlo,1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. (Nakagawa et al., 1996; Wang et al., 1999) . These compounds are known to exhibit diverse biological effects, such as insecticidal, fungicidal activities (Wang et al., 1999) . We are focusing our synthetic and structural studies on thiadiazole derivatives and we have recently published the structure of 5-m-tolyl-[1,3,4]thiadiazol-2-ylamine (Han et al., 2007) . We report here the crystal structure of the title compound, (I).
5-(4-Methylphenyl
In (I) ( Fig. 1 ), the bond lengths and angles are within normal ranges (Allen et al., 1987) . The thiadiazole and the phenyl ring make a dihedral angle of 31.19 (18)°. The molecules link by N-H···N hydrogen bonds to stabilize the crystal structure ( Fig. 2) .
Experimental 4-Methyl-benzoic acid (5 mmol) and thiosemicarbazide (5 mmol) were added in toluene (50 ml), which is heated under reflux for 4 h. The reaction mixture was left to cool to room temperature, poured into ice water, filtered, and the filter cake was crystallized from acetone to give pure compound (I). Crystals of (I) suitable for X-ray diffraction were obtained by slow evaporation of an acetone solution.
Refinement
All H atoms were placed geometrically with C-H = 0.93-0.96 Å and N-H = 0.86 Å, and included in the refinement in riding motion approximation with U iso (H) = 1.2 or 1.5U eq of the carrier atom. Fig. 1 . A view of the molecular structure of (I). Displacement ellipsoids are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
